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AMS-SLA (s-drop out):
Wk 52 5.2% (21/407)
Wk 1 9.3% (31/334)
Wk 2 20.0% (83/414)
Wk 3 31.4% (170/542)
Wk 4 39.1% (144/368)
Wk 5 47.5% (145/266)
Wk 6 54,5% (177/373)
Wk 7 61.7% (140/227)

Confirmatory seq:

Wk 52 17/17
Wk 116/17 (B.1.258)
Wk 212/12
Wk 310/10
Wk 4 ongoing
Wk 5 7/7
Wk 6 10/10
Wk 7 ongoing
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Pangolin B 7 B. C B. 3L : | P2 (  B.1.177 B 3 { BAK

Nextstrain ~~ 201/501Y.V1 20I/501Y.V1+E484K 20H/501Y.\2 20A 20)/501Y.V3 20E.EU1  20AEU2 20A 20B 20B/501Y.V2+5494pP

slang "UK" "UK+E484K" "South-Africa" "Brazil-P1" "Brazil -P2" "UK +5494P" "France"

WHO

Spike H69-V70del H69-V70del D80A Q25R L18F E484K F157L E484K S477IN E484K E484K HE9-V70del Y144del

Y144del Y144del D215G E484K T20N D614G V367F E484K Y144del E484K

E484K 1242-A243-1244del Q677H P26S $9201 EA84K E1202Q 5494P P681H

NS01Y NS01Y Ka17n F888L D138Y V1176F Q613H NS01Y D796H

A570D A570D E484K R190S P681R A570D TasI

P681H P681H N501Y Ka17T P681H

T7161 T716l D614G E484K T716l

S982A S982A A701V N501Y S982A

D1118H D1118H D614G D1118H

HE55Y

T10271

Kiemsurv.  n=818 n=1 n=52 n=5 n=1 n=4 n=1 n= n=5 n=1 n=9 n=1 0 0

BCO na. 0 n=35; stop ongoing n=5 n=15 na. na. n.a. na. n.a. n.a.

| WHO VOC

+ culture & serum collection => antigenic characterization, (inter)national strain sharing
+ Wekelijks opload GISAID; 26/2/2021: 5774 (total NL 10.992); incl Caribisch NL: 6100 | WHO VOI

+ Dubbel-infecties? (oa casus Nijmegen)
« Eerste gevaccineerden in data sets; casus : 2x Pfizer shot. Geinfecteerd met ZA-variant

10
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Detection of

sequenced sd

2021, as rep

EE

Distribution of variants among sequenced samples
during week 2021-01 to 2021-05

®
Elci17

I 5.1351

0 Other variants

Weekly average of samples collected

with a published sequence

during week 2021-01 to 2021-05

1 <60

[ le0-499

I =500 or =10% of total samples

ws No data reported

(| Not included

Countries not visible

in the main map extent

[ZZ] mata

[| Liechtenstein

[Luxembourg

piCoy , boundaries: 1©

The boundaries and names shown on this Map Go not Impl Union. ECOC. Map produced on: 24 Feb 2021

O 0-09-2020
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Pangolin B.1.1.7 B.1.429/427 B.1.526 (B.1.1.28.1) P2  B.1.441+E484K

Nextstrain 20B/501Y.V2 CAL.20C (20C/S:452R) 20C 20B 20A

slang "UK" "California" "New-York" "Brazil -P2"

WHO

Spike HES-V70del S131 E484K E484K

Yid4del w152C D614G

L452R $929|

N501Y V1176F

A570D

P681H

T7161

S982A

D1118H

Kiemsurv. n=24 n=5 n=2 n=1 n=2

BCO

Comments Aruba Aruba St. Maarten St. Maarten Aruba

Curagao St-Maarten

St-Maarten

culture & serum collection
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Lijkt in mate toe te nemen (ZA)
In NL in 10 verschillende backbones

2020_52 238 1 0.42

2020 53 204 1 049 stews
2021 01 334 0 000 82 CE
2021 02 270 6 222 a= Bons

2021 03 536 3 0.56 EUR
mw

2021 04 786 19 2.42

2021 05 774 18 2.33

2021_06 489 26 5.32

2020-Dec.
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Interest and VaM®

= Variants of Interest (VOI):
= low threshold to guarantee sensitive surveillance

= changed phenotype* or a.a.r changes with establised/suspected phenotypic implications

and

= community transmission/multiple cases/clusters or detected in multiple countries

or

x

= defined by international WHO working group Ain
Epidemiology

Negative impact on:

diagnostics
Vaccines

Therapeutics
PHSM
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Interest and VaM®

= Variants of Concern (VOC):
= high threshold to focus (limited) resources to variants with highest public health impact

VOI -> VOC if based on comparative assessment:

= increase in transmissibility or detrimental change in COVID-19 epidemiology;
or

= increase in virulence or change in clinical disease presentation;
or

= decrease in effectiveness of PHSM or available diagnostics, vaccines, therapeutics.
or

= assessed to be a VOC by WHO
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Openstaande vragen

A. Criteria voor instellen BCO nav varianten?

B. Melden varianten internationaal (EWRS) (naast routinematige upload in GISAID)?

C. Melden variant tellingen in weekberichten RIVM

D.?

Uitgangspunt classificatie van WHO/ECDC aangevuld met intern monitoren van lit, rapportages,
vanuit diverse internationale werkgroepen/overleggen (schaduwlijst).

A+B Bij WHO-officiéle VOI, VOC waar nog geen brede community transmissie is waargenomen =>

data kiemsurveillance? drempelwaarde?
A. Bij VOI intern vastgesteld waar nog geen brede community transmissie is waargenomen?

Alleen bij reizigers? vs Kiemsurv (vertraging)?

B. Als reactie op EWRS berichten aangaande specifieke varianten

C. Voorstel alleen de WHO/ECDC VOI en VOC en alleen bij afwezigheid community transmissie

ook de getallen uit BCO. (vaststellen drempelwaarde)



Variant NSP6 Si:

NTD

S1:RBD S1/s2 s2 Methods Reporting

B1.1.7 A106- A69-70 NS501Y, AS570D, T716l, 1)S-gene dropout screening 1)S-gene drop out variable/coded value

E484K) 108 D614G, S982A,

ol )
A144 (E484K) lg el 2)Specific RT-PCRs to detect ~~ 2)If enly 1 PCR- based assay for E484K or N50LY or

characteristic mutations Orfla del (A3675-3677) used/fis positive: report the

respective variable/coded value or Wild_T if
3)Sequencing at least the elLi

/ LType (

entire N-terminal and receptor
R

binding domain (RBD) (amino If several SNP assays/SGTF used/are positive: report

acid 1-541, 1 623 bp) based on your interpretation* the closest that

describes your finding** (either one of the single
mutations if you cannot distinguish the lineage or

B.1.1.7 or B.1.1.7+E484K)

3)B.1.1.7 or B.1.1.7+E484K

B.1.351 A106- DBS8OA, K417N, D614G ~~ A701V  1)Specific RT-PCRs to detect 1)If only 1 PCR-based assay for E484K or N501Y or

108 D215G  E484K, characteristic mutations Orfla del (43675-3677) used/is positive: report the

N501Y
2) Sequencing at least 63-70 ii variable /coded value or Wild_Type (if

(no deletion), D80A, D215G,

E484K, N501Y, A701V If several SNP assays used/are positive: report based

on your interpretation* the closest that describes your

finding** (either one of the single mutations if you

cannot distinguish the lineage or B.1.351)

2) B.1.351

Pl A106- L18F, K417T, D614G, T1027, 1)Specific RT-PCRs to detect 1)If only 1 PCR-based assay for E484K or N501Y or

108 T20N, E484K, H655Y ~~ V1176F characteristic mutations Orfia del (A3675-3677) used(is positive/are positive:

P26S, N501Y
2) Sequencing at least 63-70 ngin oiSAR

value or

D138Y, (no deletion), DSOA, D215G,
LIype (if neg

R190S E484K, N501Y, A701V If several SNP assays used/are positive: report based

on your interpretation* the closest that describes your

finding** (either one of the single mutations if you

cannet distinguish the lineage or P.1)

2)P1
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