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Variant

wka9 1 0 76 1.3 0.0 77

wk50 1 0 117 0.8 0.0 118

wk51 1 0 189 0.5 0.0 190
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wko1 32 0 302

wko2 43 2 225 v
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wk04 194 14 578 o
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AMS-SLA (s-drop out):
Wk 52 5.2% (21/407)
Wk 1 9.3% (31/334)
Wk 2 20.0% (83/414)
Wk 3 31.4% (170/542)
Wk 4 39.1% (144/368)
Wk 5 47.5% (145/266)
Wk 6 54,5% (177/373)
Wk 7 61.7% (140/227)

Confirmatory seq:

Wk 52 17/17

Wk 116/17 (B.1.258)
Wk 212/12

Wk 3 10/10

Wk 4 ongoing

Wk 5 7/7

Wk 6 10/10

Wk 7 ongoing
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Variant

Pangolin B.1.17 B.1.1.7+E484K B.1.351 B.1.525+E484K+F888L (B.1.1.28.1)P1 (B.1.1.28.1)P2 A.23.1+E484K B.1.177 B.1.160+E484K B.1.313+E484K B.1.1.316+E484K B.1.1.7+5494P B.1.1318 A.27
Nextstrain  201/501Y.V1  20I/501Y.V1+E484K 20H/501Y.\2 20A 20)/501Y.V3 20E.EU1  20AEU2 20A 20B 20B/501Y.V2+5494pP
slang "uK" "UK+E484K" "South-Africa” "Brazil-P1" "Brazil -P2" "UK +5494pP" "France"
WHO
Spike H69-V70del H69-V70del D80A Q25R L18F E484K F157L E484K S477N E484K E484K HE9-V70del Y144del
Y144del Y144del D215G E484K T20N D614G V367F E484K Y144del E484K
E484K 1242-A243-1244 del Q677H P26S $9201 E484K E1202Q 5494P P681H
N501Y N501Y K417N F888L D138Y V1176F Q613H NS01Y D796H
A570D A570D E484K R190S P681R A570D T95I
P681H P681H N501Y K417T P681H
T7161 T716l D614G E484K T716|
S982A S982A A701V N501Y S982A
D1118H D1118H D614G D1118H
HE55Y
T10271
Kiemsurv.  n=818 n=1 n=52 n=5 n=1 n=4 n=1 n=1 n=5 n=1 n=9 n=1 o 0
BCO na. 4] n=35; stop ongoing n=5 n=15 na. n.a. n.a. n.a. n.a. n.a.
l WHO VOC

+ culture & serum collection => antigenic characterization, (inter)national strain sharing

+  Wekelijks opload GISAID; 26/2/2021: 5774 (total NL 10.992); incl Caribisch NL: 6100 l WHO VOI
* Dubbel-infecties? (oa casus Nijmegen)

« Eerste gevaccineerden in data sets; casus : 2x Pfizer shot. Geinfecteerd met ZA-variant

10
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Pangolin B.1.1.7 B.1.429/427 B.1.526 (B.1.1.28.1) P2  B.1.441+E484K
Nextstrain 20B/501Y.V2 CAL.20C (20C/S:452R) 20C 20B 20A
slang "UK" "California" "New-York" "Brazil -P2"
WHO
Spike H69-V70del S13I E484K E484K
Y1i44del wi152C D614G
L452R $929|
N501Y V1176F
A570D
P681H
T716l1
S882A
D1118H
Kiemsurv. n=24 n=5 n=2 n=1 n=2
BCO
Comments Aruba Aruba St. Maarten St.Maarten Aruba
Curagao St-Maarten
St-Maarten

culture & serum collection
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Variant
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Interest and VaM®

= Variants of Interest (VOI):
= |low threshold to guarantee sensitive surveillance

= changed phenotype* or a.a.r changes with establised/suspected phenotypic implications
and

= community transmission/multiple cases/clusters or detected in multiple countries

or
*

= defined by international WHO working group Ci”rﬂf’:nnc'g'ty
Epidemiology

Negative impact on:
diagnostics
Vaccines
Therapeutics

PHSM




Interest and VaM®

= Variants of Concern (VOCQC):

high threshold to focus (limited) resources to variants with highest public health impact

VOI -> VOC if based on comparative assessment:

increase in transmissibility or detrimental change in COVID-19 epidemiology;
in(():l;'ease in virulence or change in clinical disease presentation;

dggrease in effectiveness of PHSM or available diagnostics, vaccines, therapeutics.
as?sressed to be a VOC by WHO

1248632



Table 3: Overview of emerging information on key variants of concern, as of 23 February 2021°

e 200/301Y.V1 20W/501Y.V2 204/501Y.Vv3
Pango liwage 8117 81351 811281
GISAID dade GR GH | GR
Ahermate nasws VOC 202042/01" VOC 202012/02 ry’
First detected by | united singdom Sonth Alfica | Beail [ 1apan
First appi 20 2020 Early August 2020 | Docemor 2020
Key spike mutations HENVT0 deletion Y144 | L242/A243/1244 deletion; NSOLY. DEL4G. | NSO1Y, DE14G;
doletion; NSOLY, AST00; | E434K; and KA1TN E4BAK, and K4LTN
| D6146G; and PEBIH ]
T Tom— S$106/ I/ Seletion in Non-Structarad Protain & [NSPS|
k S (EMTSKY, | Increased [1.50(95% O: 120233)times | Suggested to be
I d v more than prewicus) P
|arsack et (10% 0 credating vanass]**
Severity® [Possidie increased NO impact reporned 1o date**, no Under
[serverity and moctaley* significant change in-hospital mortaliny” investigation, no
impact reported
| | to date
Neutrazation capacity®  [Skgnt reduction but Decreased, supgesting potential increased | Potantial
[|owerail routraliseg thers | rick of resnfoction* = dorrease, small
|2t romained sove the eumber of
Jlevek expectod to confar reinfections
[Jerotection® | reportad**
Potential impacts en | Mo sgaricant imgact on BioNTach: under
vacGnes® [Moderna, Phzer- in the nestralzing activity, but imgacton | inwestigation
| 1 AFANST SLASE NOT known, ==
AstraZeneca vaccines™ = | Novavax and Joheson & Johnson: Lower
vaccing efficacy in South Alvica compared
0 sattings without the variant (press
refease data only) Moderate sever
disease were assessed. Sevologic
neutralzation resdts pending = =
Osfor /A 32670 0a. Lmited vacting
efficacy against mid moderate COMD-15
disease, with wite CONHdeNCe intervals,
IMPact on sevare disase undetermired.
Serokegic
reduted compared with orginal straies,
baned om small rumber of Qmplos
analyed™* |
Potestial impacts en S gone target talure None reponed to date None reported 10
diagnostics® (SGTF). ™ Na impact on data
RDT: ozsorved™ B
Countries reporting cases  101(7) 51(5) 29(8)
(mewly repored in last
week| ™
Wi mork b angeung fo eatabinh for key SAene ane e acmes by which WHO wad refer o
them 1o th puticatiae.
f VOO wrinrs. Sz o0 amesping eamiencr from moltphe coutine, ncng noe.
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SN costirusw Do
o ffcai mpeves of VOO ether oty
commandy 1ot (ocst tremmasont

WHO
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Openstaande vragen

A. Criteria voor instellen BCO nav varianten?
B. Melden varianten internationaal (EWRS) (naast routinematige upload in GISAID)?
C. Melden variant tellingen in weekberichten RIVM

3. ?

Uitgangspunt classificatie van WHO/ECDC aangevuld met intern monitoren van lit, rapportages,
vanuit diverse internationale werkgroepen/overleggen (schaduwlijst).

A+B Bij WHO-officiéle VOI, VOC waar nog geen brede community transmissie is waargenomen =>
data kiemsurveillance? drempelwaarde?

A. Bij VOI intern vastgesteld waar nog geen brede community transmissie is waargenomen?
Alleen bij reizigers? vs Kiemsurv (vertraging)?
B. Als reactie op EWRS berichten aangaande specifieke varianten

C. Voorstel alleen de WHO/ECDC VOI en VOC en alleen bij afwezigheid community transmissie
ook de getallen uit BCO. (vaststellen drempelwaarde)



Variant NSP6

Ss1: S1:RBD
NTD

Methods

Reporting

B1.l7  A106-
(+E484K) 108

£69-70 N501Y,
Al44  (E484K)

s1/s2  s2
AS70D, T71€l,
D614G, S982A,

P681H Di1i8H

1)S-gene dropout screening

2)Specific RT-PCRs to detect
characteristic mutations

3)Sequencing at least the
entire N-terminal and receptor
binding domain (RBD) (amino
acid 1-541, 1 623 bp)

1)S-gene drop out variable/coded value

2)If enly 1 PCR- based assay for E484K or N501Y or
Orfla del (A3675-3677) used/is positive: report the
respective variable/coded value or Wild_Type (if
negative)

If several SNP assays/SGTF used/are positive: report
based on your interpretation* the closest that
describes your finding** (either one of the single
mutations if you cannot distinguish the lineage or
B.1.1.7 or B.1.1.7+E484K)

3)B.1.1.7 or B.1.1.7+E484K

B.1.351 A106- DBS8O0A, K417N, D614G  A701V  1)Specific RT-PCRs to detect 1)If only 1 PCR-based assay for E484K or N501Y or
108 D215G  E484K, characteristic mutations Orfla del (A3675-3677) usedfis positive: report the
N501Y i iable/coded val Wild_T if

2) Sequencing at least 69-70 ;e:;eﬁ: Yariable/c Valde orild. Type

(no deletion), D80A, D215G,

E484K, N501Y, A701V If several SNP assays used/are positive: report based
on your interpretation* the closest that describes your
finding™* (either one of the single mutations if you
cannet distinguish the lineage or B.1.351)
2)B.1.351

B A106- L18F, K417T, D614G, T1027I, 1)Specific RT-PCRs to detect 1)If only 1 PCR-based assay for E484K or N501Y or
108 T20N, E484K, H655Y  V1176F  characteristic mutations Orfla del (A3675-3677) used/is positive/are positive:

P26S, N501Y

2) Sequencing at least 69-70
(no deletion), D80A, D215G,
E484K, N501Y, A701V

report the respective variable/coded value or
Wild_Type (if negative)

If several SNP assays used/are positive: report based
on your interpretation* the closest that describes your
finding** (either one of the single mutations if you
cannet distinguish the lineage or P.1)

2)P1
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