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arameters: Multiple t tests

One unpaired t test per row

Table format A
|

B

Grouped

Ae A:Y2 8:v4 B:¥2

|

QO +——r OD
2

+

3

Data sets to analyze

[4:jong “| [5: oud ~

How tocomputethe individualP values

(® Fewer assumptions. Analyze each row individually. Da not assume consistent SD.

(More power, Assume that all rows are sampled from populations with the same scatter (SD).

How to decidewhich P values are small enough to investigate further

@ Fale Discovery Rate (FDR) approach

Method: |Two-stage step-up methedof| 512e ecommended)

Desired FOR (Q) =]%

(O statistical significance

Method: Correct for multiple comparisons using the [Sl eL=Yme thod (recommended)
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Output

Show this many significant digits (for everything except P values): 4 HH)
P value style: [Show N digits after the decimal. ns, *, *%, ** ~ N=

[Make these choices the defavilt for future analyses

Lean || cane | [ok |

'arameters: Multiple t tests x

One ttestper row

Table format: A | 5

t '

Ave AY2 BW B:Y2

1m ) l——

2 |

3 0

Data sets to analyze

[4 :jong “| [B: cud ~

How to compute the individual P values
© Fewer assumptions. Analyze each row Do not assume SD.

(® More power. Assume that all rows are sampled from populations with the same scatter (SD).
How to decade which P values are small enough to investigate further

(® False Discovery Rate (FOR) approach

Desired FOR (Q) =0 =
© statstical significance

Method: | Cerrectfor
Alpha: | 0.05 {Definition cf ‘statistically significant’)

Output

Sihgw this many significant digits (for everything except P values):
P value style: | Show N digits after the decmal. ns, *, ==, == v=

[Make these choices the default for future analyses
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